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it

RIS FEGB/T 1.1—2020 (Bl TAESN S8 50: AREASCAF IR AT E D 1M E
L
AR K AR IR A .

AR AL TR AR AKPHIIA . TN LR WA AR AR . T K™
BORHET vl o M TP BRI 3« THEIBE A BE . il SR XA FREA PR A R . T8RS
a4/ S

A EERFN: TAME 5K, BB KB, SR, LR, R BRIREL. AR,
FhaAE . EERL. RAA. UEEE . REE. JUER. RS, XFKE.
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AREBMEFEMBF S FEKRIE T FEERARAE

1 SEH

R E T K¥E M (Larimichthys crocea) NMAEIBAE IR /T4 € BIHFERUN . K236 775 457
TE. APEMN. E RS ENE.

ARSCAE T B SRR A 1R S AR« B SO e SR AR R BR A . B AR RGN
B A P AL T SR IE MR R, F T RN 3 SR B AR R IR M, TR TR SRR AN

ASCAEAIE T A AR B AR R B = . 507 5. FH e (a5 i, A IE A
FHREAMEEARRLIAKR, A, SEARH G A AL E .

2 HseMsImxH

TN HNSCA A ) P 2 E s S AR R YE A 5 | R T A RSCAR ST AN AT A 2 R R, v H I 51 ST
A% H A R AR ASE F T A S0 AR H ARSI SO, HsohiAs CRFEITE FESUR) EH T4
A

GB/T 22213  /K/2FRFEARIE

GB/T 32755 Ki#ifh

SC/T 9401 /KA A=W 4B TSR B AR M FE

SC/T 9413 /KA AEWIEFE R AR MIE KA

SC/T 9437 /KA AEWIGTEA TSR B ARG 4410 RiE

T/FSF 002 K35 1 38 FE A RO VP Al b AR BV — ol TR 2 T v

3 AIBMZEX

GB/T 22213 GB/T 327551 SC/T 94375% € (LA K T HIAE A 2 & H F A0 .
3.1

BSAEBIERIENA  wild-caught individual from natural waters

1F B ARSI #7 . A AR B LAt 7 XSRS K s ANk

S HARMEECRA NN ZE R T B A PRI AN, OB AR T ) YA T AR R AR RT3 S B B T B 5 A b i

HEN H AR SR AR IR

3.2

FHEFRIEMNME cultured-origin individual

B WY FEHENTEGSE Y, 2@ NTET. RATFRHEBUE T Y BGF4ER TR T ANk,
3.3

B FEESKIEANME  wild-origin individual

TE E SRS B A2 AP LR 7= ORI 5 A B BAE T B AME, KA RN T ETERF— GEAR
A AR NADT200E, B RZEAET0.5%) , fEifE 55 KIRMEAELE B2 010 .
3.4

SNP {iis5  SNP locus

FERIH 7 51 R AR B IR 22 S IRARE 8 6 Ao

S SO FTFRSNPAL s HE B SEARLE A4 T T K 3 0 85 2R AR IR 9 1 %5 58 SN £
3.5

fE B/ MK intermediate individual

TEAR AR E BT PU/NSNPAL A, TRAE 2 AT 2 AF A Ak
3.6

FHEIFHEZR main haplotype in cultured population

TE KB B FEFE AR b = 400 B 8 AN COLRI Cyth FE TR 1) Ha Bk R 2R AL A7k LA 1Y
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S JOob COIFE AR R 602bp, CyebeaiKRE 1055bps F B K LB BB, 2.
3.7

#HEHB(EE rare haplotype

ANE T 3.6 5E 1 HAth COIR Cyeb B HX [ R R A4 FRLfE 7Y

4 R

4.1 —HREX
411 HRERIRYE %55 H AR R ORI iR R AT 5

— T RRAMCRIESEE R, BOBRERFE . BRSNS MIZ AN

—— TR LR BT RN 1, SR A BE AL AE 570 2 BEALIAE B B A

fR&ME

4.1.2 BEFERBSLG T, ARCKE 2 ASMERE SR S AL, I IC SRR ORI SREE ] SRR A
KAETT A ARRE  DRAF 73 IR A AR H S5 R . FEARCRER . ORAF . 8RR I A v
TG AT X5 G2 5 A T -
4.2 BRAEBEE MR

P BVPAL ORISR A A 1A o B A PR R VAN AR LU A1 U 2 5 B b 3R 0 A 40 L AR
VRUEIN S, BAZHER . AL RPN RN 57 AT 20 R R, SR B s AN R s A AR
AN B, FRR AR SR A D T 50 HARMESCR A MA AR KR B B AR /K s B
SENEFAERIRERITAAR, N2 RSO E (K705 5858 5 AT HIE
4.3 IBIERURIRIE S A HhAE

SRR AR R IR SR A, BB AN/N 100/, HRIERALEE1002~2002 21
I, BB RRAEFIHE: HEERALE R T200R 0, wTLLHEATRITLMAE, (E k&R A N AR T-200
Fe o MBIERAS A FERAFHF I SRAFIF (]« SRAfi 730, RGBS o HE NIRRT B S R T
RN, ASBAE AR AR R IR R AL

4.4 WRCRE IR

FH - 40U B b S VR S SR YEAZ I8 (), NAE TG AT AT BE LI AEE o SR N 78 25 [ — LR G AS [ B 9%
M. A BHAAS BRI R IE, B E— AL BB . ARG T R LR N SR1F AN 50
BV A 255 o SR 5 P
4.5 BHAFEMEREALSSEEMEME

FT IR E . o o R B A 50 3 A2 A 40 5 ON B A R AL 1 S5 e AMA, SRR 5 4.3
AHTE
5 MEE

51 HmX&E

HOREEIE . BERR DUV KRS BT IEAMASE S5 5, BN REAT ST S 5 A% 35 OR AT
Bi L DNA P& o

5.2 DNAZEX
T R AA AT
5.3 SNP {s[ 52 H PCR 3 1 570 F

PCRY™ MG 5P HI 51 IFFF]. PCRY IR ZR . P SR I HL M R ABAT o 3B KRB W AR I SE PR
PIRCRBAT AL 3387 W SEHEAT XU Y, A% 8L LA 15 S [0 P 25 R AR 3K R R A o SEEI6 = N AE
IRIFSNP I BLEE R AT R B 4 A DNA, - BLA P se Al -

2
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5.4 SR EREENALN

RIEAT COTMCytbHE R 3G [ ME, 51V 2 I FAMA.2, 33945 5 4% I 5B 5 84 IR JE - i A ik
ATEERS, e ARG

5.5 [REEH

FFHEPCR I N 14 B B N HE o AT — A7 s 38 2 W I 0 B ANV B 0 e 1) &5 SR A — 3t , B B
WM, SERRCETIRENDNAK; A REIRIS AT RS B, M E 4 R TR
6 IHEER

6.1 SNP{E2
PUANSNPAL 5 S A B S B R .
z1 KEBHTEEHAMSNPER

SNPA S 4E H )7
SR SR 3 e 0k R B C B
7 X X N i K s

“F (A BRLAD R oy |FORTIIRE (G By sy
D
SNP1 C C/T T 431bp %‘Spr
SNP2 C C/T T 257bp %95bp
SNP3 T T/C C 351bp =5 107bp
SNP4 G G/A A 502bp %‘63bp

6.2 BMIRERWME

S TAFANSNPAL 5, AR IAMA g FE R R 1 B R 2, %47 SURE O, A5 I /MA N FE R A3, %47
TAAE 1 -

6.3 HMNMERIRETE
s (D AR AT AS SNPAL R TR 2 A1

eV
MR,
BRI A SNP BB, viva 40 SNPI~SNPA (IR

6.4 B{ERILERIA

ST =20 R B BUANMA,  3E— 2P0 sk H COIM Cyb 3L R 7 H [ e B Y, 383 5 I SEBIIB.2 71 8
A F AR ERIR T, B R T 3 s A sl A g iy,
7 FIEMN

7.1 FIEWIE
AN B A R R U B R BE ORISR 2 5
*2 FIEHRN

N FlE s R
0. 1 AER FRPHRIEA K
2 B L A FRPERIEA A
2 AT A S A AR RIEA
3. 4 ANER S AR RERIEA 4

7.2 FIELHR
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FRMAS AR RAE G5 R BRIR Y “ B A RRERIEANMA "« “IRBERIEAR” B “HRER” - Hf,
=05 1 AR E N FRFEARIR AR s =3R4 MR E N BT AR ANMA =200 rh R B AN AR 2 25
& COIM Cytb Bk & FRAE RUBEAT A B A 2 & T 975 3 S A5 L A IR B R IEMA, B TR A T
FFE B ARV A

52 5 RA S5 R AR U AR 5 K 2 B A A e B R BEL R R 2 18] ) 8 A% 7 SRR B0, AN BB E A
PRI SR L FRAETT S SIS PR BARSOAR . B SRAAL G R A AR
XM A RAFAE S, BAPES R TATBUR A . VA% E . BEORITH RS TR, B4 S ik
W AFRIEILS, IR R Thridik. AL R I Fp s HAb & 2 B 4 ML NEHT R
%o

8 JEERMIRE

8.1 idH#
MARAERAMASRE S B ke SE. $ELER. WFEE S WI5C.
8.2 XTRE

e i B NI G BRI SRR SOMBCRE . IR R R RO R A
SR FEA LD,



A1

Mt & A
(H3et)

P94~ SNP i B E 53 B R ek ik S AR BV BN S Y DA 730K

DNA $2EY
Hiig 2% . BB 2420 mg~50 mg, SRAE- =S Heitifeis . B ERIGE s f AL sh W4

JERIZI DNASRBGA A SR EUMDNA, =R R, Seih = R —.
A.2 PCR 3|4
PCRI|I T HIIRA 1.

T/XXX XXXX—2026

S

N

£A1 PCRE|MSE
T 3B K JE .
8k e LY ﬁﬁ*%ﬂgkmg S i
SNP1 F: TCTTATGAGTGTGTTGAC R: TGAGACCTGTGGAGTGTT 50C
SNP2 F: AGTCAGATAGTCAGACAC R: GTCTATGCTTAGACTGTA 50°C SEER 405
SNP3 F: GAATTTCTTCATGTAACTGTTG |R: TCATGTAACCTAGTGAGGAGTG 50°C
SNP4 F: CATAACTGCTCACAACTA R: AAGCACTGTAAGCGAACT 50°C
COI F: CGCCTAAATCTCAGCCATCT R: GAGAAACCATGCCGAATCC 52.5C . N JN
c Sh e T A
Cytb F: AGGCGAAGGGTTTGAAGC R: TGGGAGTTAGTGGTGGGAGT 52.5C

A.3 PCRY &

PCR % B AA R B FEMHDNA 10 ng~50 ng, 1F&[[514#%10 pmol, Taq DNA

REH MBS

FARFI B PN, A% R B /K 2250 plo Bt N 8 B PR 0T BRAS I & A7 AEVS 4o PCRYIGFL Y
MARFERFIRAC RS S5, CISRAG R — 1M AT P 8 7= itk . HEFEREP A 95 °CTAR M3
min; 95 °CAE1430s, 50 ‘C~52.5 CiBK30s, 72°CIEMH30s, 35MEFF: 72 °CHEAH5 min. PCRF=Y)
J97 22 35 I i Pz P K AR U S5 3447 L e 0 Y o
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Mt & B
(FsEM)
COl 0 Cytb 8 PIF H{ZRIFFI
B.1 EAIEW
K2 4038 T 9858/ N T2 8 SRUE K38 i A7 B Y DY AN SNPAE p A8 53 67 i B 2 1) v i) 32 ] 77
AME R A B 2 .

B.2 FHFEFT

¥ COIR CyrbFr AT R HHE G (78K E1657bp) , 5EBIRUE I A5 M S 2% 7 5l kAT L
o HAE—FRAREA RN (HEE100%—80 , AT AERMGE, NE T FRRaiuEn, Az

MR AL,
#B.1 SANMFHEITHEEHNFIIEE
%2@ cory 3 CytbfF 5]

Hl

GGCACAGCCCTAAGTCTCCTAATTCGAGCAGA
ACTAAGCCAGCCCGGCTCACTTCTCGGAGACG
ACCAGATTTTTAATGTAATCGTTACGGCACAT
GCTTTCGTTATAATCTTCTTTATAGTAATACCC
GTTATAATTGGAGGGTTCGGGAACTGGCTTGT
GCCTTTAATAATTGGCGCCCCCGACATAGCAT
TCCCCCGAATGAATAACATAAGCTTCTGGCTC
ATCCCCCCTTCTTTCCTACTGCTCCTCGCCTCA
TCAGGGGTTGAAGCAGGGGCCGGAACAGGGT
GGACAGTCTACCCCCCGCTTGCTGGAAACCTG
GCGCACGCAGGGCCTTCAGTCGACTTAGCTAT
TTTTTCCCTACACCTCGCAGGTGTTTCCTCAAT
CCTGGGGGCCATCAACTTCATTACAACAATTA
TTAATATGAAACCCCCCGGCATCACCCAATAT
CAAACACCTCTGTTTGTCTGAGCCGTTCTAAT
TACAGCCGTCCTCCTGCTGCTCTCACTACCTGT]
TTTAGCCGCCGGCATCACAATGCTTTTGACTG
ACCGCAATCTGAATACAACTTTCTTCGACCCT
TCGGGCGGAGGCGATCCCATCCT

GACGCACTAGTTGATCTCCCCGCCCCCTCCAAC
IATCTCTGCCTGATGAAACTTTGGCTCCCTACTCG
CCCTCTGTCTAGGCGCCCAAATCCTCACAGGAC
TCTTCCTCGCTATACACTACACATCCGACGTCA
CCATGGCCTTTTCATCTGTCGCACACATCTGCCG
TGACGTAAACTACGGGTGACTCATCCGAAATCT
CCACGCTAATGGTGCCTCTTTCTTTTTCATCTGC
CTCTACCTCCATATTGGCCGAGGCCTCTACTAT
GGCTCCTATCTTTACAAAGAGACATGAAACATC
GGAGTCGTACTCTTTCTCCTTGTAATAATGACC
GCTTTTGTTGGCTATGTGTTACCTTGAGGCCAA
ATGTCCTTCTGAGGTGCCACCGTCATTACAAAC
CTCTTGTCAGCAGTGCCTTATGTGGGCAATACC
CTAGTTCAATGAATCTGAGGGGGCTTTTCAGTT
GACAACGCTACCCTCACTCGTTTCTTTGCCTTCC
ACTTCCTCTTGCCCTTCATTGTTGCAGCTGCAAC
TTTTCTACACCTACTCTTCCTTCATGAAACAGGC
TCAAACAACCCACTTGGCCTGAACTCGGATATA
GATAAGATCCCATTCCACCCCTACTTCACCTAT
AAAGACCTTCTAGGCTTTGCAATCCTCATTATCT]
GCCTTACCACCCTAGCTCTCTTCTCCCCAAATCT
CCTAGGTGATCCCGACAACTTTACCCCCGCTAA
CCCCCTAGTAACTCCCCCCCACATTAAGCCAGA
GTGATACTTCTTATTCGCCTACGCCATCCTGCGG
TCCATCCCAAACAAACTAGGCGGAGTCCTTGCC
CTCCTGGCTTCTATTCTCGTCCTAATAGTAGTTC
CCATCCTACACACATCCAAACAGCGAGGATTAA
CATTTCGCCCCATCACCCAAATTCTCTTCTGGAC
CCTTATTGCAGATGTCTTCATCTTAACTTGAATT
GGGGGCATACCAGTAGAACACCCCTTCATCATC
ATTGGCCAAGTAGCATCCGTCCTATACTTCGCC
CTCTTCCTAATCTTCCTTCC

H2

GGCACAGCCCTAAGTCTCCTAATTCGAGCAGA
ACTAAGCCAGCCCGGCTCACTTCTCGGAGACG
ACCAGATTTTTAATGTAATCGTTACGGCACAT
GCTTTCGTTATAATCTTCTTTATAGTAATACCC
GTTATAATTGGAGGGTTCGGGAACTGGCTTGT
GCCTTTAATAATTGGCGCCCCCGACATAGCAT
TCCCCCGAATGAATAACATAAGCTTCTGGCTC
ATCCCCCCTTCTTTCCTACTGCTCCTCGCCTCA
TCAGGGGTTGAAGCAGGGGCCGGAACAGGGT

GACGCACTAGTTGATCTCCCCGCCCCCTCCAAC
IATCTCTGCCTGATGAAACTTTGGCTCCCTACTCG
CCCTCTGTCTAGGCGCCCAAATCCTCACAGGAC
TCTTCCTCGCTATACACTACACATCCGACGTCA

CCATGGCCTTTTCATCTGTCGCACACATCTGCCG
TGACGTAAACTACGGGTGACTCATCCGAAATCT
CCACGCTAATGGTGCCTCTTTCTTTTTCATCTGC
CTCTACCTCCATATTGGCCGAGGCCTCTACTAT

GGCTCCTATCTTTACAAAGAGACATGAAACATC

GGACCGTCTACCCCCCGCTTGCTGGAAACCTG

GGAGTCGTACTCTTTCTCCTTGTAATAATGACC
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GCGCACGCAGGGCCTTCAGTCGACTTAGCTAT
TTTTTCCCTACACCTCGCAGGTGTTTCCTCAAT
CCTGGGGGCCATCAACTTCATTACAACAATTA
TTAATATGAAACCCCCCGGCATCACCCAATAT
CAAACACCTCTGTTTGTCTGAGCCGTTCTAAT
TACAGCCGTCCTCCTGCTGCTCTCACTACCTGT]
TTTAGCCGCCGGCATCACAATGCTTTTGACTG
ACCGCAATCTGAATACAACTTTCTTCGACCCT
TCGGGCGGAGGCGATCCCATCCT

GCTTTTGTTGGCTATGTGTTACCTTGAGGCCAA
ATGTCCTTCTGAGGTGCCACCGTCATTACAAAC
CTCTTGTCAGCAGTGCCTTATGTGGGCAATACC
CTAGTTCAATGAATCTGAGGGGGCTTTTCAGTT
GACAACGCTACCCTCACTCGTTTCTTTGCCTTCC
ACTTCCTCTTGCCCTTCATTGTTGCAGCTGCAAC
TTTTCTACACCTACTCTTCCTTCATGAAACAGGC
TCAAACAACCCACTTGGCCTGAACTCGGATATA
GATAAGATCCCATTCCACCCCTACTTCACCTAT
AAAGACCTTCTAGGCTTTGCAATCCTCATTATCT
GCCTTACCGCCCTAGCTCTCTTCTCCCCAAATCT
CCTAGGTGATCCCGACAACTTTACCCCCGCTAA
CCCCCTAGTAACTCCCCCCCACATTAAGCCAGA
GTGATACTTCTTATTCGCCTACGCCATCCTGCGG
TCCATCCCAAACAAACTAGGCGGAGTCCTTGCC
CTCCTGGCTTCTATTCTCGTCCTAATAGTAGTTC
CCATCCTACACACATCCAAACAGCGAGGATTAA]
CATTTCGCCCCATCACCCAAATTCTCTTCTGGAC
CCTTATTGCAGATGTCTTCATCTTAACTTGAATT
GGGGGCATACCAGTAGAACACCCCTTCATCATC
ATTGGCCAAGTAGCATCCGTCCTATACTTCGCC
CTCTTCCTAATCTTCCTTCC

H3

GGCACAGCCCTAAGTCTCCTAATTCGAGCAGA
ACTAAGCCAGCCCGGCTCACTTCTCGGAGACG
ACCAGATTTTTAATGTAATCGTTACGGCACAT
GCTTTCGTTATAATCTTCTTTATAGTAATACCC
GTTATAATTGGAGGGTTCGGGAACTGGCTTGT
GCCTTTAATAATTGGCGCCCCCGACATAGCAT
TCCCCCGAATGAATAACATAAGCTTCTGGCTC
ATCCCCCCTTCTTTCCTACTGCTCCTCGCCTCA
TCAGGGGTTGAAGCAGGGGCCGGAACAGGGT
GGACAGTCTACCCCCCGCTTGCTGGAAACCTG
GCGCACGCAGGGCCTTCAGTCGACTTAGCTAT
TTTTTCCCTACACCTCGCAGGTGTTTCCTCAAT
CCTGGGGGCCATCAACTTCATTACAACAATTA
TTAATATGAAACCCCCCGGCATCACCCAATAT
CAAACACCTCTGTTTGTCTGAGCCGTTCTAAT
TACAGCCGTCCTCCTGCTGCTCTCACTACCTGT]
TTTAGCCGCCGGCATCACAATGCTTTTGACTG
ACCGCAATCTGAATACAACTTTCTTCGACCCT
TCGGGCGGAGGCGATCCCATCCT

GACGCACTAGTTGATCTCCCCGCCCCCTCCAAC
ATCTCTGCCTGATGAAACTTTGGCTCCCTACTCG
CCCTCTGTCTAGGCGCCCAAATCCTCACAGGAC
TCTTCCTCGCTATACACTACACATCCGACGTCA
CCATGGCCTTTTCATCTGTCGCACACATCTGCCG
TGACGTAAACTACGGGTGACTCATCCGAAATCT
CCACGCTAATGGTGCCTCTTTCTTTTTCATCTGC
CTCTACCTCCATATTGGCCGAGGCCTCTACTAT
GGCTCCTATCTTTACAAAGAGACATGAAACATC
GGAGTCGTACTCTTTCTCCTTGTAATAATGACC
GCTTTTGTTGGCTATGTGTTACCTTGAGGCCAA
ATGTCCTTCTGAGGTGCCACCGTCATTACAAAC
CTCTTGTCAGCAGTGCCTTATGTGGGCAATACC
CTAGTTCAATGAATCTGAGGGGGCTTTTCAGTT
GACAACGCTACCCTCACTCGTTTCTTTGCCTTCC
ACTTCCTCTTGCCCTTCATTGTTGCAGCTGCAAC
TTTTCTACACCTACTCTTCCTTCATGAAACAGGC
TCAAACAACCCACTTGGCCTGAACTCGGATATA
GATAAGATCCCATTCCACCCCTACTTCACCTAT
AAAGACCTTCTAGGCTTTGCAATCCTCATTATCT
GCCTTACCACCCTAGCTCTCTTCTCCCCAAATCT
CCTAGGTGATCCCGACAACTTTACCCCCGCTAA
CCCCCTAGTAACTCCTCCCCACATTAAGCCAGA
GTGATACTTCTTATTCGCCTACGCCATCCTGCGG,
TCCATCCCAAACAAACTAGGCGGAGTCCTTGCC
CTCCTGGCTTCTATTCTTGTCCTAATAGTAGTTC
CCATCCTACACACATCCAAACAGCGAGGATTAA]
CATTTCGCCCCATCACCCAAATTCTCTTCTGGAC
CCTTATTGCAGATGTCTTCATCTTAACTTGAATT
GGGGGCATACCAGTAGAACACCCCTTCATCATC
ATTGGCCAAGTAGCATCCGTCCTATACTTCGCC
CTCTTCCTAATCTTCCTTCC

H4

GGCACAGCCCTAAGTCTCCTAATTCGAGCAGA
ACTAAGCCAGCCCGGCTCACTTCTCGGAGACG
ACCAGATTTTTAATGTAATCGTTACGGCACAT
GCTTTCGTTATAATCTTCTTTATAGTAATACCC
GTTATAATTGGAGGGTTCGGGAACTGGCTTGT
GCCTTTAATAATTGGCGCCCCCGACATAGCAT
TCCCCCGAATGAATAACATAAGCTTCTGGCTC
ATCCCCCCTTCTTTCCTACTGCTCCTCGCCTCA

GACGCACTAGTTGATCTCCCCGCCCCCTCCAAC
ATCTCTGCCTGATGAAACTTTGGCTCCCTACTCG
CCCTCTGTCTAGGCGCCCAAATCCTCACAGGAC
TCTTCCTCGCTATACACTACACATCCGACGTCA
CCATGGCCTTTTCATCTGTCGCACACATCTGCCG
TGACGTAAACTACGGGTGACTCATCCGAAATCT
CCACGCTAATGGTGCCTCTTTCTTTTTCATCTGC
CTCTACCTCCATATTGGCCGAGGCCTCTATTATG

7
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TCAGGGGTTGAAGCAGGGGCCGGAACAGGGT
GGACAGTCTACCCCCCGCTTGCTGGAAACCTG
GCGCACGCAGGGCCTTCAGTCGACTTAGCTAT
TTTTTCCCTACACCTCGCAGGTGTTTCCTCAAT
CCTGGGGGCCATCAACTTCATTACAACAATTA
TTAATATGAAACCCCCCGGCATCACCCAATAT
CAAACACCTCTGTTTGTCTGAGCCGTTCTAAT
TACAGCCGTCCTCCTGCTGCTCTCACTACCTGT]
TTTAGCCGCCGGCATCACAATGCTTTTGACTG
ACCGCAATCTGAATACAACTTTCTTCGACCCT
TCGGGCGGAGGCGATCCCATCCT

GCTCCTATCTTTACAAAGAGACATGAAACATCG
GAGTCGTACTCTTTCTCCTTGTAATAATGACCGC
TTTTGTCGGCTATGTGTTACCTTGAGGCCAAAT
GTCCTTCTGAGGTGCCACCGTCATTACAAACCT
CTTGTCAGCAGTGCCTTATGTGGGCAATACCCT
AGTTCAATGAATCTGAGGGGGCTTTTCAGTTGA
CAACGCTACCCTCACTCGTTTCTTCGCCTTCCAC
TTCCTCTTGCCCTTCATTGTTGCAGCTGCAACTT
TTCTACACCTACTCTTCCTTCATGAAACAGGCTC
AAACAACCCACTTGGCCTGAACTCGGATATAGA|
TAAGATCCCGTTCCACCCCTACTTCACCTATAA
AGACCTTCTAGGCTTTGCAATCCTCATTATCTGC
CTTACCGCCCTAGCTCTCTTCTCCCCAAATCTCC
TAGGTGATCCCGACAACTTTACCCCCGCTAACC
CCCTAGTAACTCCTCCCCACATTAAGCCAGAGT
GATACTTCTTATTCGCCTACGCCATCCTGCGGTC
CATCCCAAACAAACTAGGCGGAGTCCTTGCCCT
CCTGGCTTCTATTCTCGTCCTAATAGTAGTTCCC
ATCCTACACACATCCAAACAGCGAGGATTAACA
TTTCGCCCCATCACCCAAACTCTCTTCTGGACCC
TTATTGCAGATGTCTTCATCTTAACTTGAATTGG
GGGCATACCAGTAGAACACCCCTTCATCATCAT
TGGCCAAGTAGCATCCGTCCTATACTTCGCCCT
CTTCCTAATCTTCCTTCC

H5

GGCACAGCCCTAAGTCTCCTAATTCGAGCAGA
ACTAAGCCAGCCCGGCTCACTTCTCGGAGACG
ACCAGATTTTTAATGTAATCGTTACGGCACAT
GCTTTCGTTATAATCTTCTTTATAGTAATACCC
GTTATAATTGGAGGGTTCGGGAACTGGCTTGT
GCCTTTAATAATTGGCGCCCCCGACATAGCAT
TCCCCCGAATGAATAACATAAGCTTCTGGCTC
ATCCCCCCTTCTTTCCTACTGCTCCTCGCCTCA
TCAGGGGTTGAAGCAGGGGCCGGAACAGGGT
GGACAGTCTACCCCCCGCTTGCTGGAAACCTG
GCGCACGCAGGGCCTTCAGTCGACTTAGCTAT
TTTTTCCCTACACCTCGCAGGTGTTTCCTCAAT
CCTGGGGGCCATCAACTTCATTACAACAATTA
TTAATATGAAACCCCCCGGCATCACCCAATAT
CAAACACCTCTGTTTGTCTGAGCCGTTCTAAT
TACAGCCGTCCTCCTGCTGCTCTCACTACCTGT]
TTTAGCCGCCGGCATCACAATGCTTTTGACTG
ACCGCAATCTGAATACAACTTTCTTCGACCCT
TCGGGCGGAGGCGATCCCATCCT

GACGCACTAGTTGATCTCCCCGCCCCCTCCAAC
ATCTCTGCCTGATGAAACTTTGGCTCCCTACTCG
CCCTCTGTCTAGGCGCCCAAATCCTCACAGGAC
TCTTCCTCGCTATACACTACACATCCGACGTCA
CCATGGCCTTTTCATCTGTCGCACACATCTGCCG
TGACGTAAACTACGGGTGACTCATCCGAAATCT
CCACGCTAATGGTGCCTCTTTCTTTTTCATCTGC
CTCTACCTCCATATTGGCCGAGGCCTCTACTAT
GGCTCCTATCTTTACAAAGAGACATGAAACATC
GGAGTCGTACTCTTTCTCCTTGTAATAATGACC
GCTTTTGTTGGCTATGTGTTACCTTGAGGCCAA
ATGTCCTTCTGAGGTGCCACCGTCATTACAAAC
CTCTTGTCAGCAGTGCCTTATGTGGGCAATACC
CTAGTTCAATGAATCTGAGGGGGCTTTTCAGTT
GACAACGCTACCCTCACTCGTTTCTTTGCCTTCC
ACTTCCTCTTGCCCTTCATTGTTGCAGCTGCAAC
TTTTCTACACCTACTCTTCCTTCATGAAACAGGC
TCAAACAACCCACTTGGCCTGAACTCGGATATA
GATAAGATCCCATTCCACCCCTACTTCACCTAT
AAAGACCTTCTAGGCTTTGCAATCCTCATTATCT]
GCCTTACCGCCCTAGCTCTCTTCTCCCCAAATCT
CCTAGGTGATCCCGACAACTTTACCCCCGCTAA
CCCCCTAGTAACTCCTCCCCACATTAAGCCAGA
GTGATACTTCTTATTCGCCTACGCCATCCTGCGG
TCCATCCCAAACAAACTAGGCGGAGTCCTTGCC
CTCCTGGCCTCTATTCTCGTCCTAATAGTAGTCC
CCATCCTACACACATCCAAACAGCGAGGATTAA
CATTTCGCCCCATCACCCAAATTCTCTTCTGGAC
CCTTATTGCAGATGTCTTCATCTTAACTTGAATT
GGAGGCATACCAGTAGAACACCCCTTCATCATC
ATTGGCCAAGTAGCATCCGTCCTATACTTCGCC
CTCTTCCTAATCTTCCTTCC

Hé6

GGCACAGCCCTAAGTCTCCTAATTCGAGCAGA
ACTAAGCCAGCCCGGCTCACTTCTCGGAGACG
ACCAGATTTTTAATGTAATCGTTACGGCACAT
GCTTTCGTTATAATCTTCTTTATAGTAATACCC
GTTATAATTGGAGGGTTCGGGAACTGGCTTGT
GCCTTTAATAATTGGCGCCCCCGACATAGCAT

GACGCACTAGTTGATCTCCCCGCCCCCTCCAAC
IATCTCTGCCTGATGGAACTTTGGCTCCCTACTCG
CCCTCTGTCTAGGCGCCCAAATCCTCACAGGAC
TCTTCCTCGCTATACACTACACATCCGACGTCA
CCATGGCCTTTTCATCTGTCGCACACATCTGCCG
TGACGTAAACTACGGGTGACTCATCCGAAATCT
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TCCCCCGAATGAATAACATAAGCTTCTGGCTC
ATCCCCCCTTCTTTCCTACTGCTCCTCGCCTCA
TCAGGGGTTGAAGCAGGGGCCGGAACAGGGT
GGACAGTCTACCCCCCGCTTGCTGGAAACCTG
GCGCACGCAGGGCCTTCAGTCGACTTAGCTAT
TTTTTCCCTACACCTCGCAGGTGTTTCCTCAAT
CCTGGGGGCCATCAACTTCATTACAACAATTA
TTAATATGAAACCCCCCGGCATCACCCAATAT
CAAACACCTCTGTTTGTCTGAGCCGTTCTAAT
TACAGCCGTCCTCCTGCTGCTCTCACTACCTGT]
TTTAGCCGCCGGCATCACAATGCTTTTGACTG
ACCGCAATCTGAATACAACTTTCTTCGACCCT
TCGGGCGGAGGCGATCCCATCCT

CCACGCTAATGGTGCCTCTTTCTTTTTCATCTGC
CTCTACCTCCATATTGGCCGAGGCCTCTACTAT
GGCTCCTATCTTTACAAAGAGACATGAAACATC
GGAGTCGTACTCTTTCTCCTTGTAATAATGACC
GCTTTTGTTGGCTATGTGTTACCTTGAGGCCAA
ATGTCCTTCTGAGGTGCCACCGTCATTACAAAC
CTCTTGTCAGCAGTGCCTTATGTGGGCAATACC
CTAGTTCAATGAATCTGAGGGGGCTTTTCAGTT
GACAACGCTACCCTCACTCGTTTCTTTGCCTTCC
ACTTCCTCTTGCCCTTCATTGTTGCAGCTGCAAC
TTTTCTACACCTACTCTTCCTTCATGAAACAGGC
TCAAACAACCCACTTGGCCTGAACTCGGATATA
GACAAGATCCCATTCCACCCCTACTTCACCTAT
AAAGACCTTCTAGGCTTTGCAATCCTCATTATCT
GCCTTACCGCCCTAGCTCTCTTCTCCCCAAATCT
CCTAGGTGATCCCGACAACTTTACCCCCGCTAA
CCCCCTAGTAACTCCTCCCCACATTAAGCCAGA
GTGATACTTCTTATTCGCCTACGCCATCCTGCGG,
TCCATCCCAAACAAACTAGGCGGAGTCCTTGCC
CTCCTGGCTTCTATTCTCGTCCTAATAGTAGTTC
CCATCCTACACACATCCAAACAGCGAGGATTAA
CATTTCGCCCCATCACCCAAATTCTCTTCTGGAC
CCTTATTGCAGATGTCTTCATCTTAACTTGAATT
GGAGGCATACCAGTAGAACACCCCTTCATCATC
ATTGGCCAAGTAGCATCCGTCCTATACTTCGCC
CTCTTCCTAATCTTCCTTCC

H7

GGCACAGCCCTAAGTCTCCTAATTCGAGCAGA
ACTAAGCCAGCCCGGCTCACTTCTCGGAGACG
ACCAGATTTTTAATGTAATCGTTACGGCACAT
GCTTTCGTTATAATCTTCTTTATAGTAATACCC
GTTATAATTGGAGGGTTCGGGAACTGGCTTGT
GCCTCTAATAATTGGCGCCCCCGACATAGCAT
TCCCCCGAATGAATAACATAAGCTTCTGGCTC
ATCCCCCCTTCTTTCCTTCTGCTCCTCGCCTCA
TCAGGGGTTGAAGCAGGGGCCGGAACAGGGT
GGACAGTCTACCCCCCGCTTGCTGGAAACCTG
GCGCACGCAGGGCCTTCAGTCGACTTAGCTAT
TTTTTCCCTACACCTCGCAGGTGTTTCCTCAAT
CCTGGGGGCCATCAACTTCATTACGACAATTA
TTAATATGAAACCCCCCGGCATCACCCAATAT
CAAACACCTCTGTTTGTCTGAGCCGTTCTAAT
TACAGCCGTCCTCCTGCTGCTCTCACTACCTGT]
TTTAGCCGCCGGCATCACAATGCTTTTGACTG
ACCGCAATCTGAATACAACTTTCTTCGACCCT
TCGGGCGGAGGCGATCCCATCCT

GACGCACTAGTTGATCTCCCCGCCCCCTCCAAC
ATCTCTGCCTGATGAAACTTTGGCTCCCTACTCG
CCCTCTGTCTAGGCGCCCAAATCCTCACAGGAC
TCTTCCTCGCTATACACTACACATCCGACGTCA
CCATGGCCTTTTCATCTGTCGCACACATCTGCCG
TGACGTAAACTACGGGTGACTCATCCGAAATCT
CCACGCTAATGGTGCCTCTTTCTTTTTCATCTGC
CTCTACCTCCATATTGGCCGAGGCCTCTACTAT
GGCTCCTATCTTTACAAAGAGACATGAAACATC
GGAGTCGTACTCTTTCTCCTTGTAATAATGACC
GCTTTTGTTGGCTATGTATTACCTTGAGGCCAA
ATGTCCTTCTGAGGTGCCACCGTCATTACAAAC
CTCTTGTCAGCAGTGCCTTATGTGGGCAATACC
CTAGTTCAATGAATCTGAGGGGGCTTTTCAGTT
GACAACGCTACCCTCACTCGTTTCTTTGCCTTCC
ACTTCCTCTTGCCCTTCATTGTTGCAGCTGCAAC
TTTTCTACACCTACTCTTCCTCCATGAAACAGGC
TCAAACAACCCACTTGGCCTGAACTCGGATATA
GATAAGATCCCATTCCACCCCTACTTCACCTAT
AAAGACCTTCTAGGCTTTGCAATCCTCATTATCT
GCCTTACCGCCCTAGCTCTCTTCTCCCCAAATCT
CCTAGGTGATCCCGACAACTTTACCCCCGCTAA
CCCCCTAGTAACTCCTCCCCACATTAAGCCAGA
GTGATACTTCTTATTCGCTTACGCCATCCTGCGG
TCCATCCCAAACAAACTAGGCGGAGTCCTTGCC
CTCCTGGCTTCTATTCTCGTCCTAATAGTAGTTC
CCATCCTACACACATCCAAACAGCGAGGATTAA
CATTTCGCCCCATCACCCAAATTCTCTTCTGGGC
CCTTATTGCAGATGTCTTCATCTTAACTTGAATC
GGGGGCATACCAGTAGAACACCCCTTCATCATC
ATTGGCCAAGTAGCATCCGTCCTATACTTCGCC
CTCTTCCTAATCTTCCTTCC

HS8

GGCACAGCCCTAAGTCTCCTAATTCGAGCAGA
ACTAAGCCAGCCCGGCTCACTTCTCGGAGACG
ACCAGATTTTTAATGTAATCGTTACGGCACAT
GCTTTCGTTATAATCTTCTTTATAGTAATACCC

GACGCACTAGTTGATCTCCCCGCCCCCTCCAAC
ATCTCTGCCTGATGAAACTTTGGCTCCCTACTCG
CCCTCTGTCTAGGCGCCCAAATCCTCACAGGAC
TCTTCCTCGCTATACACTACACATCCGACGTCA
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GTTATAATTGGAGGGTTCGGGAACTGGCTTGT
GCCTTTAATAATTGGCGCCCCCGACATAGCAT
TCCCCCGAATGAATAACATAAGCTTCTGGCTC
ATCCCCCCTTCTTTCCTACTGCTCCTCGCCTCA
TCAGGGGTTGAAGCAGGGGCCGGAACAGGGT
GGACAGTCTACCCCCCGCTTGCTGGAAACCTG
GCGCACGCAGGGCCTTCAGTCGACTTAGCTAT
TTTTTCCCTACACCTCGCAGGTGTTTCCTCAAT
CCTGGGGGCCATCAACTTCATTACAACAATTA
TTAATATGAAACCCCCCGGCATCACCCAATAT
CAAACACCTCTGTTTGTCTGAGCCGTTCTAAT
TACAGCCGTCCTCCTGCTGCTCTCACTACCTGT]
TTTAGCCGCCGGCATCACAATGCTTTTGACTG
ACCGCAATCTGAATACAACTTTCTTCGACCCT
TCGGGCGGAGGCGATCCCATCCT

CCATGGCCTTTTCATCTGTCGCACACATCTGCCG
TGACGTAAACTACGGGTGACTCATCCGAAATCT
CCACGCTAATGGTGCCTCTTTCTTTTTCATCTGC
CTCTACCTCCATATTGGCCGAGGCCTCTACTAT
GGCTCCTATCTTTACAAAGAGACATGAAACATC
GGAGTCGTACTCTTTCTCCTTGTAATAATGACC
GCTTTTGTTGGCTATGTGTTACCTTGAGGCCAA
ATGTCCTTCTGAGGTGCCACCGTCATTACAAAC
CTCTTGTCAGCAGTGCCTTATGTGGGCAATACC
CTAGTTCAATGAATCTGAGGGGGCTTTTCAGTT
GACAACGCTACCCTCACTCGTTTCTTTGCCTTCC
ACTTCCTCTTGCCCTTCATTGTTGCAGCTGCAAC
TTTTCTACACCTACTCTTCCTTCATGAAACAGGC
TCAAACAACCCACTTGGCCTGAACTCGGATATA
GATAAGATCCCATTCCACCCCTACTTCACCTAT
IAAAGACCTTCTAGGCTTTGCAATCCTCATTATCT
GCCTTACCGCCCTAGCTCTCTTCTCCCCAAATCT
CCTAGGTGATCCCGACAACTTTACCCCCGCTAA
CCCCCTAGTAACCCCTCCCCACATTAAGCCAGA
GTGATACTTCTTATTCGCCTACGCCATCCTGCGG
TCCATCCCAAACAAACTAGGCGGAGTCCTTGCC
CTCCTGGCTTCTATTCTCGTCCTAATAGTAGTTC
CCATCCTACACACATCCAAACAGCGAGGATTAA
CATTTCGCCCCATCACCCAAATTCTCTTCTGGAC
CCTTATTGCAGATGTCTTCATCTTAACTTGAATC
GGAGGCATACCAGTAGAACACCCCTTCATCATC
ATTGGCCAAGTAGCATCCGTCCTATACTTCGCC

CTCTTCCTAATCTTCCTTCC
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